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INTRODUCTION
Oral cancer is the 8th most common cancers worldwide. Surgery, 
radiotherapy, and chemotherapy are the main modalities of 
treatment for cancer. Alternative systems of medicine such as 
Ayurveda and Homeopathy have considerable potential in 
effectively supporting the management of cancer at various levels. 
During the last few decades, various plants, their extracts have 
been studied as chemo-preventive and chemotherapeutic 
compounds against various types of cancer. The present work 
aims to elucidate the anti-cancer activity of Withania somnifera
using in silico approach. Further, the validation of bioactive needs 
to be carried out by cell-based in vitro assays [MTT assay] on the 




Network pharmacology approach augments to understand systems biology, network analysis, connectivity, redundancy, and 
pleiotropy. Hence this will help in understanding interactions of Withania somnifera bioactives with different targets and their 
association with different diseases and finally complex interrelation of all components in the network. 
With the help of other Bioinformatic tools the desired genes and their involvement in many pathways can be predicated and can be 
used for further validation with various cellular and molecular assays along with proteomics. 
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